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8 F R Forh i an 2 (E MR8 . FE 4 65 8 Bt 7E 501—2818bp [H]; bt 3 fEfE# . P54 76 A
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A SCHGE WG E U DNA $RH7 8 & PCR 83, JF 3 4 g 2 FUSTRY BEHR IR I DNA
FEBGEFT T LB . BEMIEIY L 8 DNA (RAPD) SO 2L (R A48 L AR 1) —JH DNA
7 FIKF BRI T 2 AR R T B TEAEY) CH HEB) W S AU A A ZR 4R R 2 5 45
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1. B RES. R

A SRR PS5 b B 8 B0 86l (Haliotis discus hannai Ino) T KRET R R OEBL S
FFIY, B = Fh 1 K E Y (Seapharca suberenata Lischke) ., PU £ 884 (Mactra veneritormis
Deshayes) . F 8 #8 ¥} (Mactra chinensis Philipp) W T KE T SN T H G ERD .
PCR-90AD il 2 B shy 808 B R B fF B RN A 7= . RAPD KR & MW T 50844
TEAR.

2. &

(1) DNA {88 2% br0E09 DNA U5 (Sambrook 2,1989), B Bk ot ¥ gef
B VS R B0 S S0 B 0 2 S RS Y PR ST WLBU 8, fm TE 22 vk TERE B K P BERE, BB A
SmL B.CE W, N SDS ZBAWRE N 10 EEBE K LW EN 100pg/mL, AEIRKE
H,65C4ah DLE, 5K 37 C % AR By BB IE Be s 15min B b, 1X 104 /min B0

» WXEFREB L2 RBHT R EHERMHE.
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10min {2 1§ WK I & 8 By 0 0 BRI IE eSS . &0 EE IR B BB A VU A KA 8
FETEHENEQBR RN IE. BB EFER, RmEs. BY. 8.0, BREBFRRATHEE
P R N INSE B R TK 28 RTE 3 MBS B ) — 1 10 4846 BRI &% 5E.
P i) DNA % [RS8 75 % Z BRI B#H TI/ES LkF. BKRT/EH DNA
A AR AR E P I TE W, B 0B O, 4 COBRFREA.

(2) RAPD )i

O 1K /Y SR 20ul., Hep ddH,O 15¢L,Buffer 2pL,dNTP 1pL, 5|4 1pl, 44
DNA, 1pL, .0 1B 3,98 C Hi AN 7min, B 10s,

Q®E P TaQ B 1pL, B.L, FEHNG FEM, B0 10s,

@7 PCR ¥ 3848 I 5 AJE3F, 94 C AP 855,36 C& HE 100s,72°C FEAH 160s, £E 42 4
PEE B fs — B3 S7E 72 C B 7min,

(3) BEAEXE BT R K BC 120 FARBERE, I EB, B A TE BRE Wl P, st A
40V fE vk 4h DL b, fEEESME S L IREAR IR,
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(1) BEYLY 1 DNA FBA/MYHHE  BEVLY # DNA FRIEBRHFHIBRGD 5
51 F B (M) B3 BB BUE b : d = KLog M, iR FRUE i Be K /MRit ADNA +Hind I /EcoR
DB EBRIE MR L, FREZM SR E &Y A BROKR/D. FtndER R B
PERBRSSAEEZRIMERS . RKSIEE S FRENBERX LHWXR, EHEN
BrRN.

(2) GEit4r#h - FENLY S 75 DNA B3t 2 T ERYE Nei 71 LiQ197D A 3K:

F = 2N,,/(N,+ N,

Kp FORHEVLY L4 DNA FEBICER, N, I N, 351 0% % x fly BBEHLY 1%

£ DNA | B ¥ N, AR Y Z B A R i - B3
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51 ¥ 3L MRS AR R 391 M b B, A 5 519 i Bl B R B/ RS JEHERR, 252
R B G Y)F1% 24. 4375 B B

(2) REBHYHBK  BEAR, BB MEHAEEZR (ER T :1—4;5 16 RiH
L JFIRBURR WD) . B FEMIRIY DNA J BUR A BOR ST T8 M - AU Al 2 R, 3hih
B 65 i B, F3 g — A M B 32. 5 5 Be, K/ME 501—2818bp i, Bl 3 A, It
PERE 76 R B P — AR AR 25. 3 8 B, K/ME 398 —2818bp [ A 4AEH 3 A
a8, HFEA: 154 A B 398 —MBE A 51. 3 A B, K/E 562—3311bp [
Se9A 2 fEE R, SheE 4 96 A B, P oifg — MR EE R 48 ) By, K/ 478—3311bp i

(3) 5347 DNA FBR SR SR E 50 78 252 {f - Bteh, 187 9% 933bp B 4 AL
A o BN SEE F B 6 M, SR VY A R SR SL A R B 13 M, R b R R 8RN B 10 ), i
U e SR A R B 11 I R o e A R AT B 10 ] O A e SR R BB R B



EREERER M E HBIDNA I PCR Y 87
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F, (B A B 5 98D = 0. 2728513
F 5 (T #4490 A0 B G 4D = 0. 4431017
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1. EEREERE DNA S BRE

RATER B DNA 38 o K R RO RA A AT HO B 72 5T R A R AR RIS L T M
[ DNA SBAMBER. X59WRE 405 ZETE A [FAE 5, TE48 LA 225 3477 DNA
FEWI—.

2. BEREHE DNA FESEWENSBHRR(EMR ! 1410

(1) AR5 F R 20 D519 Nos» Noos Nis, N F 4 PMREVLGI BB 1
FEMD, VEBAIX 4 FERE 1K DNA R4 52 M B 2E S s .

(2) R N4 E DNA FBREEER  FEEENBRELSSAR . HEEH 2 4
A, IR 65 KB, B 14,16,19,52,75,76,81,87,112,129,217,222 2 13 NE-E&
2R, B3 AR LB 76 MR B RAE 73,97 SR BR 3 M MK AT
Ao VIR 3 AN, IR 154 A H B, B 63,73,113,119,135,147,165,221 Bdt
8 AN F B 3 MAMARET AL . E G 2 A LA 96 MR B HA 59,66,79,109,
110,138,141,183,200,208,220 23 11 MHEE 2 MMEFTEEE .

B MEET - EEES K EAREN N MEP R IRE, BB EE 12
R MR EE BB BTk ER—SEREP N FEBAERAER. BELNEH
BN T AR AR R IR R RR . N R R TS B AL 6, WA RETEFTA I3
BHRHAREERMRE. BREFRRFTEHSHENRFR.

3. RAPD ¥ #io] BT i&E B EREMRIEEST

AT 4 Fig = KR TR Sh 4 1T R 40 (Al S L 46D FURBE AR (55 3 /),
A5 ToR A BRI KNG —E L.

(D FA—WEAFEBR R BREOAEER. BHE TRENSEE .3 MR 76 4
BB B — MR A 25, 3 S B T ELREE B R 0D A B 3 AN MR SRR 154 4
B P — MR A 5137 AR B, REE R 2 SRR A 96 AN H B B —A
= 48 AN B AR Mg I DNA i3, B[R — B =4 F B D miE s
IEFRCHE, PP R WAHRT i Bt K. BB, FEZ 51 A i B 3 oAb fk
B, R2Z, RV ERRRFAE.

(2) BB AFFEIY 1 DNA FEBEE R R /MHIT. PO A o i o ] G R 347 2 43 i
Bl 350 R « U AR SRR T 28— SR A 51 37 AN B K/MEE 562--3311bp (8], o [ 8
WS- Y945 — AN = A 48 A4~ ) B K /ME 478—3311bp [8]. RIBARIRE, B BORCR A/
FHE ; )5 R Fh 2, |t —H R

(3) IR A3 A F5 (7Y £ 3 08 F0 o [ e ) = 0. 4431017, [ )& [H] i 2L =
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ANALYSIS OF DNA IN SEASHELLS BY THE METHOD OF PCR

Wang Guiyun
(Dept. of Biology,Liaoning Normal Univ. s Dalian 116022)
Zhu Zhixiang

(Dalian Design and Research Institute of Environmental Science,Dalian 116023)
ABSTRACT

Polymerase chain reaction PCR was induced in seashells,use of 20 primers yielded 391
amplified fragments;2 individuals of Haliotis discus hannai Ino yyidded 65 amplified fragments
between 501 to 2818bp; 3 individuals of Seapharca suberenata Lischke ,yielded 76 amplified
fragments between 398 to 2818bp; 3 individuals of Mactra veneritormis Deshayes,yielded 154
amplified fragments between 562 to 3311bp;and 2 individuals of Mactra chinensis Philippi,
yielded produced 96 amplified fragments between 478 to 3311bp. The result indicated that
seashells have abundant genetic poligmorphism. RAPD can be used to facilitate study on the
taxonomy and the phylogeny of seashells.
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